Appendix Figure 1 . Pairwise ANI comparisons demonstrate clear partitioning of DQ/RT591 and BI/RT027 isolates at the whole-genome level. Strains with a BI or DQ prefix were recovered from the outbreak (n = 23) and were PCR ribotyped but named according to our REA results, NC_ prefixed strains are public reference genomes retrieved from NCBI GenBank(n = 3), and the remaining numbered strains
Page 2 of 3 (n = 15) are genomes from our NCBI BioProject 296517 that we typed by PCR ribotyping and correspond to RT027, which cluster with the BI strains or correspond to RT591, which cluster with the DQ strains. ANI, average nucleotide identity. 
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